were the first to describe the polymorphism of a s2 -casein with 2 alleles, cx 52 -Cn A and a;,2-Cn!, the first being predominant in the Alpine and Saanen breeds. Later studies in other breeds indicated that this polymorphism was widely distributed (Grosclaude and Tucker, 1992) . The polymorphism of a 51 -casein, also disclosed by Boulanger et al (1984) , was further investigated by Grosclaude et al (1987) and Mahé and Grosclaude (1989) , who established the existence of at least 7 alleles, O: sl-Cn A , B , C , D , E , F and °. Alleles a,,-Cn D , E and F are considered as defective mutants in that they are associated with less o s i-casein in milk than the normal or strong alleles, a!l-CnA!B and C .
The characterization of the 6 protein variants was carried out by Brignon et al (1989, 1990) . Furthermore, it is now suggested that the decreased rate of a 51 -casein synthesis associated with allele a sl -Cn F is due to altered RNA splicing, as a consequence of an exonic point deletion (Leroux et al, 1992 (Grosclaude, 1979 (fig 2) . Again /3-Cn° was transmitted in association with a,,-Cn B (5 informative daughters). As could be expected, these results confirm that, in the goat, locus #-Cn is linked to a si -Cn and a,, 2 -Cn, as in cattle. However, the existence of a second haplotype including ,Q-Cn°, Qsl -Cn A , -!3-Cn°, was ascertained in another family (male No 111).
In the same flock, 8 individuals had additional 'new' /3-casein patterns. In 1 case (fig 1, sample 6 ) the (3-casein bands were lighter than normal, and were markedly closer to the cathodic position. In the 7 other cases, the same bands were observed together with the usual /3-casein fractions (fig 1, sample 5) (Grosclaude, 1979 
